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108 HEPATITUS 
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LI 3 9 HEPATITUS (W) B 

=> s 11 or hbv? 

4 95 HBV? 
L2 521 LI OR HBV? 

=> s 12 and oligo? 

33866 OLIGO? 
L3 198 L2 AND OLIGO? 

=> s 12 and (oligo? or primer or probe) 



33866 OLIGO? 
16005 PRIMER 
51914 PROBE 

L4 253 L2 AND (OLIGO? OR PRIMER OR PROBE) 

=> s 14 and (treat? or detect?) 



473917 TREAT? 
420714 DETECT? 



L5 24 7 L4 AND (TREAT? OR DETECT?) 

=> s 15 and kit 

18202 KIT 
L6 89 L5 AND KIT 



V 



DETD(191) 

Amplification of **HBV** from Serum 
DETDESC : 
DETD{192) 

DNA surrounded by proteins -- in this case viral hepatitis B DNA was 
efficiently **detected** after amplification by means of an appropriate 
buffer according to Example 10 for the amplification of purified DNA in 
the presence of serum. To this end, a serum having an **HBV** count of 
1.5 . times . 10 . sup . 7 HB viruses per microlitre (determination of count by 
means of the Abbott test No. 2022: **Kit** for vital **HBV**-DNA 
**detection** and quantification) after different dilution, was amplified 
in control serum with **HBV** specific primers MD122 and MD123. 10 .mu.l 
of serum were denatured in 50 .mu.l of reaction volume with L5 buffer and 
after addition of the PGR mix, amplified for 40 cycles. The products were 
analyzed on agarose gel. The results are summarized below in Table 12. 
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ABSTRACT : 

The present invention relates to a method for the **detection** in body 
fluids of antibodies to hepatitis C virus (HCV) , also known as a non-A 
non-B hepatitis (NANBH) virus and to the diagnosis of NANBH by the use of 
a composition of synthetic peptides. Each of these peptides has an amino 
acid sequence corresponding to immunodominant regions of a fusion protein 
and a non- structural polypeptide of HCV, SOD/HCV ClOO and a postulated 
HCV structural (core) protein. More specifically, the present invention 
is directed to the use of a group of synthetic peptides in a prescribed 
sequence or their analogues for the **detection** of antibodies to HCV in 
body fluids. The **detection** method includes an enzyme-linked 
immunosorbent assay (ELISA) , and other forms of immunoassay procedures. 
The present invention also relates to a method for generating high titer 
antibodies to HCV in healthy mammals, including humans, by the use of 
compositions containing these synthetic peptides, analogues or mixtures 
thereof, in a free, conjugated or polymeric form as key components in 



synthetic vaccines for the prevention of non-A non-B hepatitis (NANBH) 
14 Claims, 33 Drawing Figures 
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ABSTRACT : 

An analyte polynucleotide strand having an analyte sequence is 
**detected** within a sample containing polynucleotides by contacting the 
analyte polynucleotide with a capture **probe** under hybridization 
conditions, where the capture **probe** has a first binding partner 
specific for a solid-phase second binding partner. The resulting duplex 
is then immobilized by specific binding between the binding partners, and 
non-bound polynucleotides are separated from the bound species. The 
analyte polynucleotide is optionally displaced from the solid phase, then 
amplified by PGR. The PGR primers each have a polynucleotide region 
capable of hybridizing to a region of the analyte polynucleotide, and at 
least one of the primers further has an additional binding partner 
capable of binding a solid-phase binding partner. The amplified product 
is then separated from the reaction mixture by specific binding between 
the binding partners, and the amplified product is **detected** . 
24 Claims, 2 Drawing Figures 
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ABSTRACT : 

A **kit** and a method for performing a competitive immunoassay utilize 
nucleic acid **oligonucleotide** chains for the **detection** of 
analytes, such as drugs, substances of abuse, hormones, poisons, organic 
compounds, peptides, proteins and the like. The **kit** includes a 
hapten- **oligonucleotide** complex, a complementary **oligonculeotide** 
chain for conjugating with the hapten-**oligonucleotide** complex, an 
antibody specific for the hapten and a flourescent. label such as ethidium 
bromide having an affinity for nucleic acid duplexes . formed from the 
hapten-**oligonucleotide** complex and the complementary 

**oligonucleotide** chain. A means for **detecting** the presence of the 
florescent label such as a U.V. transilluminator , U.V. lightbox and 
fluorescence spectrophotometer is utilized to **detect** color intensity 
and fluorescence of the dye. The method can be performed in solution, or 
on a solid "dipstick" on which the reagents for the immunoassay have been 
immobilized . 
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ABSTRACT : 

Methods and compositions are provided for rapid **detection** of nucleic 
acid sequences. The method employs two reagent sets. The first set is a 
labelling set comprising: (1) a first nucleic acid sequence **probe** 
having an analyte complementary region and a first recognition sequence 
region and (2) a labelled sequence complementary to the first recognition 
sequence region. The second set is a capturing set comprising: (1) a 
second nucleic acid sequence **probe** having an analyte complementary 
region and a second recognition sequence region, (2) a specific binding 
pair member conjugated to a sequence complementary to the second 
recognition sequence, and (3) a separating means to which is bound a 
complementary specific binding pair member. The sample and probes are 
combined under annealing conditions, followed by addition of the other 
reagents, separation of the bound label from the supernatant and 
**detection** of the label in either phase. 

21 Claims, 2 Drawing Figures 
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ABSTRACT : 

The present invention discloses a screening test for **detecting** the 
presence of contaminating or infectious agents causing non-A, non-B 
hepatitis or AIDS in a blood donor setting. A **kit** for the 
**detection** of contaminating agents belonging to the group of 
retroviruses is also disclosed. Screening blood or blood related products 
so as to prevent spreading of infection or contamination due to 
retroviruses is now made possible by the present invention. 
8 Claims, 1 Drawing Figures 
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ABSTRACT: 



The herpes simplex virus encodes ICP4, a DNA binding protein. 
ICP4 -binding duplexed structures having significantly enhanced stability 
under physiological conditions are described. The structures are provided 
in the form of polynucleotide conjugates capable of adopting a duplexed 
structure, in which annealable polynucleotide strands are coupled 
covalently at one or both ends through a chemical linker which 
establishes a stabilizing bridge between strands. The present 
polynucleotide conjugates have therapeutic utility against viral 
infection as the polynucleotide strands thereof define a binding site for 
a viral regulatory protein, thereby inactivating the protein and 
preventing viral replication from occurring. 

13 Claims, 17 Drawing Figures 
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ABSTRACT : 

**Oligonucleotide** analogs having one or more substitute linkages of the 
formula 2'/3'--S--CH.sub.2 --CH.dbd.5» or 2 ' /3 ' - -O- -CH . sub . 2 --CH.dbd.5' 
between adjacent nucleomonomers are disclosed. The substitute linkage 
replace the usual phosphodiester linkage found in unmodified nucleic 
acids. The **oligonucleotide** analogs are easy to synthesize, stable in 
vivo, resistant to endogenous nucleases and are able to hybridize to 
target nucleic acid sequences in a sequence specif ic . manner . 
9 Claims, 4 8 Drawing Figures 
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ABSTRACT : 

Linear or branched **oligonucleotide** multimers useful as amplifiers in 
biochemical assays which comprise (1) at least one first single-stranded 
^^oligonucleotide** unit that is complementary to a single-stranded 
**oligonucleotide** sequence of interest, and (2) a multiplicity of 
second single -stranded **oligonucleotide** units that are complementary 
to a single-stranded labeled **oligonucleotide** . Amplified sandwich 
nucleic acid hybridizations and immunoassays using the multimers are 
exemplified. 

59 Claims, 24 Drawing Figures 
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ABSTRACT : 

The invention relates to novel **oligonucleotides** , the process for 
their preparation and their biological uses as mediators of the action of 
interferon. The **oligonucleotides** according to the invention have the 
formula: ##STR1## in which Y and T are identical or different and 
represent particularly O, S, Z and W are identical or different and 
represent particularly 0, S, one at least of the elements Y and Z being 
different from oxygen, X represents particularly - -CHOHCH . sub . 2 OH, 
.SIGMA, is a whole number equal to or greater than 2, A represents 
adenine or one of its derivatives. These **oligonucleotides** have 
antiviral use. 

13 Claims, 3 Drawing Figures 



4/9/6 (Item 6 from file: 155) 

DIALOG (R) File 155 : MEDLINE (R) 

(c) format only 1996 Knight-Ridder Info. All rts. reserv, 

08092233 92230233 . . 

Evidence for involvement of a ribosomal leaky scanning mechanism m the 
translation of the hepatitis B virus *pol* gene from the viral pregenome 

RNA. 

Lin CG; Lo SJ 

Graduate Institute of Microbiology and Immunology, National Yang-Mmg 
Medical College, Taipei, Taiwan, Republic of China. 

Virology (UNITED STATES) May 1992, 188 (1) p342-52, ISSN 0042-6822 
Journal Code: XEA 

Languages: ENGLISH ^ 

Document type: JOURNAL ARTICLE O^KV.v 

JOURNAL ANNOUNCEMENT: 9207 

Subfile: INDEX MEDICUS 

In retroviruses, the *pol* gene is expressed in the form of a gag-*pol* 
fusion protein by the mechanism' of ribosomal f rameshif ting. In studies of 
the possible mechanism of hepadnaviral *pol* protein synthesis, recent 
results have ruled out *core*-*pol* fusion protein synthesis by ribosomal 
f rameshif ting. In this study, an in vitro transcription and translation 
coupling system was used .to demonstrate that the *HBV* *core* and *pol* 
proteins could be synthesized independently using the pregenome RNA 
template. The result has led us to design experiments to distinguish 
between the involvement of a termination-reinitiation, internal initiation, 
or leaky scanning mechanism in the *pol* protein synthesis. In vitro 
experiments were then carried out to measure the amount of *pol* proteins 
being synthesized . from (i) the *preC* mRNA, which contained an extra AUG 
and seven more nucleotides at the 5 '-end in comparison with the pregenome 
RNA; (ii) the pregenome RNA in the presence of various amounts of 
*antisense* RNA annealing to the 5 '-end of the pregenome RNA; and (iii) the 
pregenome RNA with an additional hairpin structure located upstream of the 
*C* *gene*. Results indicated that the synthesis of both *core* and *pol* 
proteins was concomitantly reduced in these three conditions, which 
suggested that leaky scanning is the most probable mechanism for *pol* 
protein synthesis in vitro. To further verify the mechanism in vivo, 
experiments were performed to assay the activity of DNA *polymerase* in 
virions, which were obtained from hepatoma cells transfected by plasmids 
containing either a wild-type sequence (5 ' -GGCATGG-3 ' ) or an optimal 
initiation context (5 ' -ACCATGG-3 ' ) of the *C* *gene* . Transfection results 
showed that the plasmid-containing mutations of the *C* *gene* 
significantly decreased the DNA *polymerase* activity in virions. This 
observation supports our hypothesis that the leaky scanning model is 
involved in the synthesis of *pol* protein. 
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Abstract: Chronic infection with the hepatitis B virus (*HBV*) is afmajor 
health problem worldwide. The only established therapy is 
alpha- interferon with an efficacy of only 30-40% in highly selected 
patients. Major theoretical problems of therapeutical strategies 
against hepadnaviral infections are the limited immune response and the 
presence of covalently closed *HBV* DNA in the nucleus. Many nucleoside 
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lines. In vivo an *antisense* oligodeoxynucleotide directed against the 
5 1 -region of the preS gene of the duck hepatitis B virus inhibited the 
viral replication and gene expression in ducks. These results 
demonstrate the potential clinical use of *antisense* DNA/RNA as 
antiviral therapeutics . 
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PT DNA probes for detection of hepatitis B virus - in a soln. 
phase 

PT sandwich hybridisation assay 

PS Claim 1; Page 62; 80pp; English. 

CC A "15 X 3" amplified soln. phase nucleic acid sandwich 
hybridisation 

CC assay employs two multimers: (1) an amplifier probe having a 
first 

CC segment (A) that binds to HBV and a second segment (B) that 

CC hybridises to (2) an amplifier multimer having a first segment 
(BM 

CC that hybridises to the segment (B) and fifteen iterations of 
a 

CC segment (C) , wherein segment C hybridises to three labeled 

CC oligonucleotides. 

CC HBV amplifier probes are given in Q45786-824. 

CC HBV capture probes are given in Q45825-833. 

CC Each amplifier probe contained, in addition to the sequences 

CC complementary to the HBV sequences, the 5' extension given in 

CC Q45834, complementary to a segment of the amplifier multimer. 

CC Each capture probe contained, in addition to the sequences 

CC complementary to the HBV sequences, a downstream sequence 
given 

CC in Q45835, complementary to the DNA bound to the solid phase. 

SQ Sequence 30 BP; 4 A; 9 C; 8 G; 9 T; 

Query Match 100.0%; Score 20; DB 7; Length 30; 

Best Local Similarity 100.0%; Pred. No. 2.10e-02; 
Matches 20; Conservative 0; Mismatches 0; Indels 0; 
Gaps 0; 

Db 3 gttcaagcctccaagctgtg 22 

I I I I I I I I I I I I I I I M I I I ,^ 
Cp 20 GTTCAAGCCTCCAAGCTGTG 1 o£>- 

66* 



Title: >US-08-467-397-10 

Description: (1-20) from US08467397 . seq 

Perfect Score: 20 

N.A. Sequence: 1 GTAGGACATGAACAAGAGAT 20 

Comp : CATCCTGTACTTGTTCTCTA 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
Pred. No. 



c 1 20 100.0 99 67 HPBPRECD Hepatitis B virus typ 

1.29e-02 

c 2 20 100.0 99 67 HPBPRECE Hepatitis B virus typ 

1.29e-02 

c 3 20 100.0 99 67 HPBPRECC Hepatitis B virus typ 



1.29e-02 



c 


4 


20 


100. 


0 


99 


67 


HPBPRECI 


Hepatitis 


B 


virus 


typ 


1. 


29e-02 






















c 


5 


20 


100. 


0 


99 


67 


HPBPRECA 


Hepatitis 


B 


virus 


typ 


1. 


29e-02 






















c 


6 


20 


100. 


0 


99 


67 


HPBPRECH 


Hepatitis 


B 


virus 


typ 


1. 


29e-02 






















c 


7 


20 


100. 


0 


99 


67 


HPBPRECM 


Hepatitis 


B 


virus 


typ 


1 . 


29e-02 






















c 


8 


20 


100. 


0 


99 


67 


HPBPRECB 


Hepatitis 


B 


virus 


typ 


1 . 


29e-02 






















c 


9 


20 


100. 


0 


99 


67 


HPBPRECJ 


Hepatitis 


B 


virus 


typ 


1 . 


29e-02 






















c 


10 


20 


100. 


0 


99 


67 


HPBPRECG 


Hepatitis 


B 


virus 


typ 


1. 


29e-02 






















c 


11 


20 


100. 


0 


99 


67 


HPBPRECF 


Hepatitis 


B 


virus 


typ 


1. 


29e-02 






















c 


12 


20 


100. 


0 


332 


67 


HPBHBEF 


Hepatitis 


B 


virus 


pre 


1. 


29e-02 






















c 


13 


20 


100. 


0 


333 


67 


HPBHBEE 


Hepatitis 


B 


virus 


pre 


1. 


29e-02 






















c 


14 


20 


100. 


0 


333 


67 


HPBHBEC 


Hepatitis 


B 


virus 


pre 


1. 


29e-02 






















c 


15 


20 


100. 


0 


333 


67 


HPBHBED 


Hepatitis 


B 


virus 


pre 


1. 


29e-02 






















c 


16 


20 


100. 


0 


333 


67 


HPBHBEB 


Hepatitis 


B 


virus 


pre 


1. 


29e-02 






















c 


17 


20 


100. 


0 


544 


67 


HPBCOREAH 


Hepatitis 


B 


virus 


(cl 


1. 


29e-02 






















c 


18 


20 


100. 


0 


675 


67 


HPBCCBIMUT 


Hepatitis 


B 


virus 


ORF 


1. 


29e-02 






















c 


19 


20 


100. 


0 


712 


64 


HBVXPCC44 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


20 


20 


100. 


0 


712 


64 


HBVXPCC45 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


21 


20 


100. 


0 


712 


64 


HBVXPCC4 6 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


22 


20 


100. 


0 


712 


64 


HBVXPCC49 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


23 


20 


100. 


0 


712 


64 


HBVXPCC48 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


24 


20 


100. 


0 


712 


64 


HBVXPCC58 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


25 


20 


100. 


0 


712 


64 


HBVXPCC7 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


26 


20 


100. 


0 


712 


64 


HBVXPCC55 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


27 


20 


100 . 


0 


712 


64 


HBVXPCC56 


Hepatitis 


B 


virus 


X/ 


1. 


29e-02 






















c 


28 


20 


100. 


0 


712 


64 


HBVXPCC54 


Hepatitis 


B 


virus 


X, 


1. 


2'9e-02 






















c 


29 


20 


100. 


0 


712 


64 


HBVXPCC53 


Hepatitis 


B 


virus 


X, 


1. 


29e-02 






















c 


30 


20 


100. 


0 


712 


64 


HBVXPCC52 


Hepatitis 


B 


virus 


X, 



1.29e-02 



c 


31 


20 


100. 


0 


712 


64 


HBVXPCC51 


Hepatitis 


B 


virus 


X, 


1 


.29e-02 






















c 


32 


20 


100. 


0 


712 


64 


HBVXPCC64 


Hepatitis 


B 


virus 


X, 


1 


.29e-02 






















c 


33 


20 


100. 


0 


712 


64 


HBVXPCC14 


Hepatitis 


B 


virus 


X, 


1 


.29e-02 






















c 


34 


20 


100. 


0 


712 


64 


HBVXPCC6 


Hepatitis 


B 


virus 


X, 


1 


.29e-02 






















c 


35 


20 


100. 


0 


2743 


67 


HPBADYW 


human hepatitis b 


vir 


1 


.29e-02 






















c 


36 


20 


100. 


0 


3182 


67 


HPBHBVAA 


Hepatitis 


B 


virus 


var 


1 


.29e-02 






















c 


37 


20 


100. 


0 


3182 


67 


HPBAYW 


Human hepatitis B 


vir 


1 


.29e-02 






















c 


38 


20 


100. 


0 


3182 


64 


HBVORFS 


Hepatitis 


B 


Virus 


DNA 


1 


.29e-02 






















c 


39 


20 


100. 


0 


3182 


64 


HBVAYWE 


Hepatitis 


B 


virus 


(ay 


1 


.29e-02 






















c 


40 


20 


100. 


0 


3193 


67 


HPBHBVA 


Hepatitis 


B 


virus 


gen 


1 


.29e-02 






















c 


41 


20 


100. 


0 


3207 


67 


HPBHBCAGA 


Hepatitis 


B 


virus 


gen 


1 


.29e-02 






















c 


42 


2.0 


100 . 


0 


3Z1Z 


D / 


TT "Ti'D TT' fTl'KT/-i 

HPBETNC 


Hepatitis 


B 


virus 


env 


1 


.29e-02 






















c 


43 


20 


100. 


0 


3215 


67 


HPBHBCAGB 


Hepatitis 


B 


virus 


gen 


1 


.29e-02 






















c 


44 


20 


100. 


0 


3215 


67 


HPBHBCAGC 


Hepatitis 


B 


virus 


gen 


1 


.29e-02 






















c 


45 


20 


100. 


0 


3215 


67 


HPBADWl 


Hepatitis 


B 


virus 


(HB 



1.29e-02 



ALIGNMENTS 

RESULT 1 

LOCUS HPBPRECD 99 bp DNA VRL 

ll-MAY-1994 

DEFINITION Hepatitis B virus type 4 precore protein (pre-C region, 
C) gene, 5' 

end. 

ACCESSION M76690 

KEYWORDS e antigen; precore protein; tolerogen. 
SOURCE Hepatitis B virus DNA. 

ORGANISM Hepatitis B virus 

Viridae; ds-DNA enveloped viruses; Hepadnaviridae . 
REFERENCE 1 (bases 1 to 99) 

AUTHORS Santantonio, T. , Jung,M.-C., Miska,S., Pastore,G., 

Pape,G.R. and 

Will,H. 

TITLE Prevalence and type of Pre-C HBV mutants in anti-hbe 

positive 

carriers with chronic liver disease in a highly endemic 

area 



JOURNAL 
MEDLINE 

COMMENT 

FEATURES 

source 



CDS 



mutation 



internal stop 
mutation 

asp) " 

BASE COUNT 
ORIGIN 



Virology 183, 840-844 (1991) 

91306476 

NCBI gi: 485347 

Location/Qualifiers 

1. .99 

/organism="Hepatitis B virus" 
/sequenced mol="DNA" 
10. .93 
/gene="C" 

/standard_name="pre-C region" 
/note="NCBI gi: 485348" 
/codon_start=l 
/product="precore protein" 

/ 1 r ans la t ion= "MQLFHLCL 1 1 SCSCPTVQASKLCLGWL " 
92 

/gene="C" 

/note="g in wt; a in virus type 4 (creates 



codon) " 
95 

/note="g in wt; a in virus type 4 (gly to 



19 a 



30 c 



18 g 



32 t 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 20; Conservative 
Gaps 0; 



Score 20; DB 67; Length 99; 
Pred. No. 1.29e-02; 
0; Mismatches 0; Indels 0; 



Db 37 atctcttgttcatgtcctac 56 

I I I I I I I I I I I I I I I I I I I I 
Cp 20 ATCTCTTGTTCATGTCCTAC 1 



RESULT 13 

LOCUS HPBHBEE 333 bp DNA VRL 

24-SEP-1993 



DEFINITION Hepatitis B virus precore and core protein gene, 5' end 
of cds. 

ACCESSION L12360 

KEYWORDS HBcAg protein; HBeAg protein; core protein; 

nucleotide binding protein; precore protein. 
SOURCE Hepatitis B virus DNA. 

ORGANISM Hepatitis B virus 

Viridae; ds-DNA enveloped viruses; Hepadnaviridae . 
REFERENCE 1 (sites) 

AUTHORS Tong,S.-p., Li, J., Vitvitski,L. and Trepo,C. 
TITLE Active hepatitis B virus replication in the presence of 
anti-HBe is 

associated with viral variants containing ag^^i^^tive 
pre-C region ^^>Sr^x \ ^J- 

JOURNAL Virology 176, 596-603 (1990) f f^A ) L 

MEDLINE 90266476 ^a,v\ ( ( "ttV^ ^ ^ 

REFERENCE 2 (bases 1 to 333) ' ^<JLZS>'C^^ 

AUTHORS Li,J.S., Tong,S.P., Wen,Y.M., VitvitskiyL . , Zhang, Q. 
and Trepo,C. / 

TITLE Hepatitis B virus genotype A rarely circulates as an 

HBe-minus 

mutant: possible contribution of a single nucleotide in 

the precore 

region 

JOURNAL J. Virol. 67 (9), 5402-5410 (1993) 
MEDLINE 93353617 
COMMENT NCBI gi 3062 69 

FEATURES Location/Qualifiers 
source 1 . . 333 

/organism="Hepatitis B virus" 
/sequenced_mol="DNA" 

/note="genotype D; from French HBeAg- patient" 
CDS l..>333 

/ s t andar d_name= " HBeAg " 

/note="l stop when translation attempted, 



frame 1, code 0; 
code 0" 



1 stop when translation attempted, frame 1, 



/codon_start=l 

/product="precore protein" 
mutation 82. ,84 

/note="HBe-abolishing" 
CDS 88..>333 

/ s t andar d_name= " HBcAg " 

/note="NCBI gi : 306270" 

/codon_start=l 

/product="core protein" 

/translation-"MDTDPYKEFGASVELLTFLPSDFFPSVRDLLDTASALFRDALES 

PEHCSPHHTALRQAILCWGELMTLATRVGGNLEDPASR" 
BASE COUNT 69 a 85 c 73 g 106 t 

ORIGIN 

Query Match 100.0%; Score 20; DB 67; Length 333; 



Best Local Similarity 100.0%; Pred. No. 1.29e-02; 
Matches 20; Conservative 0; Mismatches 0; Indels 0; 
Gaps 0 ; 

Db 28 atctcttgttcatgtcctac 47 

I I I I I I I I I I I I I I I I I I I I . 
Cp 20 ATCTCTTGTTCATGTCCTAC 1 



RESULT 9 

ID Q45797 standard; DNA; 30 BP. 
AC Q45797; 

DT 07-DEC-1993 (first entry) 

DE HBV amplifier probe HBV. D44*070590-A. 

KW Probe; hybridisation; assay; detection; hepatitis B virus; 
HBV; 

KW human lymphotrophic retrovirus; solution phase; 

KW comb-type branched polynucleotide; sidechain; 

KW extension; binding site; ligation; template; linker; ss. 

OS Synthetic, 

PN WO9313120-A. 

PD 08-JUL-1993. 

PF 22-DEC-1992; U11165. 

PR 23-DEC-1991; US-813586. 

PA (CHIR ) CHIRON CORP. 

PI Irvine BD/ Kolberg JA, Running JA, Urdea MS; 
DR WPI; 93-227262/28. 

PT DNA probes for detection of hepatitis B virus - in a soln. 
phase 

PT sandwich hybridisation assay 

PS Claim 1; Page 62; 80pp; English. 

CC A "15 X 3" amplified soln. phase nucleic acid sandwich 
hybridisation 

CC assay employs two multimers: (1) an amplifier probe having a 
first 

CC segment (A) that binds to HBV and a second segment (B) that 
CC hybridises to (2) an amplifier multimer having a first segment 
(BM 

CC that hybridises to the segment (B) and fifteen iterations of 
a 

CC segment (C) , wherein segment C hybridises to three labeled 
CC oligonucleotides . 

CC HBV amplifier probes are given in Q45786-824. 
CC HBV capture probes are given in Q45825-833. 

CC Each amplifier probe contained, in addition to the sequences 
CC complementary to the HBV sequences, the 5' extension given in 
CC Q45834, complementary to a segment of the amplifier multimer. 
CC Each capture probe contained, in addition to the sequences 
CC complementary to the HBV sequences, a downstream sequence 
given 



CC in Q45835, complementary to the DNA bound to the solid ph, 
SQ Sequence 30 BP; 4 A; 10 C; 3 G; 10 T; 



Query Match 80.0%; 
Best Local Similarity 87.5%; 
Matches 14; Conservative 
Gaps 0; 

Db 15 atctcwtgtwcatgtc 30 

I I I I I : I I I : I I I I I I 
Cp 20 ATCTCTTGTTCATGTC 5 



Score 16; DB 7; Length 30; 
Pred. No. 5.34e+00; 
2; Mismatches 0; Indels 



4 



or 



vV 



0 



Title: 

Description: 
Perfect Score: 
N.A. Sequence: 
Comp : 



>US-08-467-397-42 

(1-20) from US08467397 . seq 

20 

1 GGCATTTGGTGGTCTATAAG 20 
CCGTAAACCACCAGATATTC 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
Pred. No. 



c 1 20 100.0 675 67 HPBCCBlMUT Hepatitis B virus ORF 

1.22e-03 

c 2 20 100.0 703 64 HBVXPCC31 Hepatitis B virus X, 

1.22e-03 

c 3 20 100.0 712 64 HBVXPCC23 Hepatitis B virus X, 



1.22e-03 



c 


4 


20 


100. 


0 


712 


64 


HBVXPCC33 


Hepatitis 


B 


virus 


X 


1. 


22e-03 






















c 


5 


20 


100. 


0 


712 


64 


HBVXPCC35 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


6 


20 


100. 


0 


712 


64 


HBVXPCC36 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


7 


20 


100. 


0 


712 


64 


HBVXPCC25 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


8 


20 


100. 


0 


712 


64 


HBVXPCC30 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


9 


20 


100. 


0 


712 


64 


HBVXPCC3 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


10 


20 


100. 


0 


712 


64 


HBVXPCC34 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


11 


20 


100. 


0 


712 


64 


HBVXPCC40 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


12 


20 


100. 


0 


712 


64 


HBVXPCC42 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


13 


20 


100. 


0 


712 


64 


HBVXPCC37 


Hepatitis 


B 


virus 


X 


1. 


22e-03 




















c 


14 


20 


100. 


0 


712 


64 


HBVXPCC38 


Hepatitis 


B 


virus 


X. 


1. 


22e-03 




















c 


15 


20 


100. 


0 


712 


64 


HBVXPCC43 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


16 


20 


100. 


0 


712 


64 


HBVXPCC47 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


17 


20 


100. 


0 


712 


64 


HBVXPCC44 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


18 


20 


100. 


0 


712 


64 


HBVXPCC45 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


19 


20 


100. 


0 


712 


64 


HBVXPCC4 6 


Hepatitis 


B 


virus 


x< 


1. 


22e-03 




















c 


20 


20 


100. 


0 


712 


64 


HBVXPCC49 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


21 


20 


100. 


0 


712 


64 


HBVXPCC5 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


22 


20 


100. 


0 


712 


64 


HBVXPCC48 


Hepatitis 


B 


virus 


x< 


1. 


22e-03 




















c 


23 


20 


100. 


0 


712 


64 


HBVXPCC41 


Hepatitis 


B 


virus 


X. 


1. 


22e-03 




















c 


24 


20 


100. 


0 


712 


64 


HBVXPCC39 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


25 


20 


100. 


0 


712 


64 


HBVXPCC9 


Hepatitas 


B 


virus 


X, 


1. 


22e-03 




















c 


26 


20 


100. 


0 


712 


64 


HBVXPCC55 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


27 


20 


100. 


0 


712 


64 


HBVXPCC56 


Hepatitis 


B 


virus 


x< 


1. 


22e-03 




















c 


28 


20 


100. 


0 


712 


64 


HBVXPCC54 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


29 


20 


100. 


0 


712 


64 


HBVXPCC53 


Hepatitis 


B 


virus 


X, 


1. 


22e-03 




















c 


30 


20 


100. 


0 


712 


64 


HBVXPCC52 


Hepatitis 


B 


virus 


X, 



1. 


22e-03 
















c 


31 


20 


100. 


0 


712 


64 


HBVXPCC51 


Hepatitis B virus X, 


1. 


22e-03 














c 


32 


20 


100. 


0 


712 


64 


HBVXPCC60 


Hepatitis B virus X, 


1. 


22e-03 














c 


33 


20 


100. 


0 


715 


64 


HBVXPCC13 


Hepatitis B virus X, 


1. 


22e-03 














c 


34 


20 


100. 


0 


718 


64 


HBVXPCC8 


Hepatitis B virus X, 


1. 


22e-03 














c 


35 


20 


100. 


0 


2743 


67 


HPBADYW 


human hepatitis b vir 


1. 


22e-03 














c 


36 


20 


100. 


0 


3161 


64 


HBVAYWMCG 


Hepatitis B virus (ay 


1. 


22e-03 














c 


37 


20 


100. 


0 


3182 


67 


HPBHBVAA 


Hepatitis B virus var 


1. 


22e-03 














c 


38 


20 


100. 


0 


3182 


67 


HPBVCG 


Chimpanzee hepatitis 


1. 


22e-03 














c 


39 


20 


100. 


0 


3182 


67 


HPBAYW 


Hiaman hepatitis B vir 


1. 


22e-03 














c 


40 


20 


100. 


0 


3182 


64 


HBVGENl 


Human hepatitis B vir 


1. 


22e-03 














c 


41 


20 


100. 


0 


3185 


67 


HPBMUT 


Hepatitis B virus mut 


1. 


22e-03 














c 


42 


20 


100. 


0 


3212 


64 


HHVBE4 


Human hepatitis virus 


1. 


22e-03 














c 


43 


20 


100. 


0 


3215 


64 


HHVBF 


Human hepatitis virus 


1. 


22e-03 














c 


44 


20 


100. 


0 


3215 


64 


HHVBFFOU 


Human hepatitis virus 


1. 


22e-03 














c 


45 


20 


100. 


0 


3995 


67 


HSHBV 


H. sapiens genomic DNA 


1. 


22e-03 















ALIGNMENTS 

RESULT 1 

LOCUS HPBCCBIMUT 675 bp DNA VRL 

13-AUG-1991 

DEFINITION Hepatitis B virus 0RF2 (Pre-C/C) gene, complete cds. 
ACCESSION M74502 

hepatitis . 

Hepatitis B virus DNA. 
Hepatitis B virus 

Viridae; ds-DNA enveloped viruses; Hepadnaviridae . 
1 (bases 1 to 675) 

Tran,A., Kremsdorf , D. , Capel,F., Housset,C., 



KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
Dauguet,C. , 

Petit, M. -A. and Brechot,C. 
TITLE Emergence of and takeover by hepatitis B virus (HBV) 

rearrangements 

in the pre-S/S and pre-C/C genes during chronic HBV 

infection 

JOURNAL J. Virol. 65, 3566-3574 (1991) . . ^rrv^J^ 

MEDLINE 91251207 n ( 0 a 



COMMENT NCBI gi : 32964 6 

FEATURES Location/Qualifiers 
source 1 . . 675 

/organism="Hepatitis B virus" 
/sequenced_mol="DNA" 
misc_f eature 1 . . 675 

/gene="Pre-C/C" 

/note="Bl mutated molecule; internal stop 

codon (TAG) at 

nucleotides 82-84; putative CDS; ORFl" 
BASE COUNT 149 a 165 C 147 g 214 t 

ORIGIN 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 20; Conservative 
Gaps 0 ; 

Db 

Cp 



Score 20; DB 67; Length 675; 
Pred. No. 1.22e-03; 
0; Mismatches 0; Indels 0; 



515 cttatagaccaccaaatgcc 534 
I I I I I I I I I I I I I I I I I I I I 
20 CTTATAGACCACCAAATGCC 1 



SUMMARIES 

Result Query 

No. Score Match Length DB ID Description 
Pred. No, 



c 1 20 100.0 30 7 Q45789 HBV amplifier probe H 



9.99e-03 





2 


20 


100. 


0 


51 


2 


9. 


99e-03 












c 


3 


20 


100. 


0 


549 


2 


9. 


99e-03 












c 


4 


20 


100. 


0 


552 


4 


9. 


99e-03 












c 


5 


20 


100. 


0 


1142 


5 


9. 


99e-03 












c 


6 


20 


100. 


0 


2743 


1 


9. 


99e-03 












c 


7 


20 


100. 


0 


2743 


4 


9. 


99e-03 












c 


8 


18 


90. 


0 


91 


9 


1. 


41e-01 












c 


9 


18 


90. 


0 


504 


4 


1 . 


41e-01 












c 


10 


18 


90. 


0 


534 


4 


1 . 


41e-01 












c 


11 


18 


90. 


0 


534 


4 


1. 


41e-01 












c 


12 


18 


90. 


0 


549 


1 


1 . 


41e-01 












c 


13 


18 


90. 


0 


549 


13 


1 . 


41e-01 












c 


14 


18 


90. 


0 


552 


14 


1 . 


41e-01 












c 


15 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


16 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


17 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


18 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


19 


18 


90. 


0 


558 


4 


1 . 


41e-01 












c 


20 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


21 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


22 


18 


90. 


0 


558 


4 


1 . 


41e-01 












c 


23 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


24 


18 


90. 


0 


558 


6 


1 . 


41e-01 












c 


25 


18 


90. 


0 


558 


6 


1. 


41e-01 












c 


26 


18 


90. 


0 


558 


11 


1. 


41e-01 












c 


27 


18 


90. 


0 


558 


6 


1. 


41e-01 












c 


28 


18 


90. 


0 


582 


8 



Q06726 


:HBV.LLA2C. 87 amplifi 


N60295 


DNA encoding hepatiti 


NOOOOl 


Sequence encoding sur 


Q29105 


I3L promoter/ S12/core 


Q04799 


Recombinant sequence 


N00003 


Sequence of a part of 


Q51746 


Oligonucleotide probe 


Q25398 


Sequence coding for a 


Q25400 


Sequence coding for a 


Q25399 


Sequence coding for a 


N82266 


HBeAg/beta-Gal fusion 


Q73205 


Hepatitis B Virus cor 


Q81560 


Hepatitis B virus pol 


Q34944 


Altered HBcAg coding 


Q34943 


Native HBcAg coding s 


Q34946 


Altered HBcAg coding 


Q34998 


Modified hepatitis B 


Q25396 


Sequence coding for a 


Q34947 


Altered HBcAg coding 


Q34997 


Modified hepatitis B 


Q25630 


Sequence coding for a 


Q35101 


Altered HBcAg coding 


Q35322 


Native HBcAg coding s 




Moaitiea hepatitis B 


Q67964 


Sequence encoding ful 


Q35103 


Altered HBcAg coding 


Q47735 


Hepatitis B core gene 



c 


29 


18 


90. 


0 


588 


4 


1. 


41e-01 












c 


30 


18 


90. 


0 


627 


11 


1. 


41e-01 












c 


31 


18 


90. 


0 


630 


11 


1. 


41e-01 












c 


32 


18 


90. 


0 


639 


11 


1. 


41e-01 












c 


33 


18 


90. 


0 


645 


6 


1. 


41e-01 












c 


34 


18 


90. 


0 


645 


6 


1. 


41e-01 












c 


35 


18 


90. 


0 


645 


6 


1. 


41e-01 












c 


36 


18 


90. 


0 


645 


6 


1. 


41e-01 












c 


37 


18 


90. 


0 


655 


8 


1. 


41e-01 












c 


38 


18 


90. 


0 


660 


1 


1. 


41e-01 












c 


39 


18 


90. 


0 


660 


1 


1. 


41e-01 












c 


40 


18 


90. 


0 


858 


11 


1. 


41e-01 












c 


41 


18 


90. 


0 


882 


11 


1. 


41e-01 












c 


42 


18 


90. 


0 


3188 


4 


1. 


41e-01 












c 


43 


18 


90. 


0 


3200 


2 


1. 


41e-01 












c 


44 


18 


90. 


0 


3200 


3 


1. 


41e-01 












c 


45 


18 


90. 


0 


3214 


1 



025640 


.^pmiprir'p rrirfinrr "Pot ^ 


067959 


^prrnP"nr*P pnp'nrlinrr T-TR^7 


067971 




067960 


^IpmiPTiPP PHrTiHinrr HRV 


Q34996 


Modifipd hpD?5 i" i t" i R 

i J.W VA J_ X. ^ v_- \Ji 1 1 k> CI U- L' -L O i-J 


035105 


Al "hpTpH HRoArr r^nrli nrr 


Q34999 


Mofii'Pipri hpr>;:^ 1~ i 1" i R 


Q35102 


Altered HBcAa codina 


Q47014 


HBV (adw) corrected d 


N82265 


HBcAa/beta-Gal fusion 


N91081 


DNA seaupncp of siihcl 


067965 


Seaupnrp of HRV nrpfil 


067966 


PreSl full 1 pnath ror 


N40244 


Hepatitis virus adr-B 


N70165 


Entire nucleotide seq 


N40243 


DNA encoding pre HBsA 


Q05377 


Fragment of plasmid p 



RESULT 1 

ID Q45789 standard; DNA; 30 BP. 

AC Q45789; 

DT 07-DEC-1993 (first entry) 

DE HBV amplifier probe HBV.87*. 

KW Probe; hybridisation; assay; detection; hepatitis B virus; 
HBV; 

KW human lymphotrophic retrovirus; solution phase; 

KW comb-type branched polynucleotide; sidechain; 

KW extension; binding site; ligation; template; linker; ss. 

OS Synthetic, 

PN WO9313120-A. 

PD 08-JUL-1993. 

PF 22-DEC-1992; U11165. 

PR 23-DEC-1991; US-813586. 



PA (CHIR ) CHIRON CORP. 

PI Irvine BD, Kolberg JA, Running JA, Urdea MS; 
DR WPI; 93-227262/28. 

PT DNA probes for detection of hepatitis B virus - in a soln. 
phase 

PT sandwich hybridisation assay 

PS Claim 1; Page 62; 80pp; English. 

CC A "15 X 3" amplified soln. phase nucleic acid sandwich 
hybridisation 

CC assay employs two multimers: (1) an amplifier probe having a 
first 

CC segment (A) that binds to HBV and a second segment (B) that 
CC hybridises to (2) an amplifier multimer having a first segment 
(BM 

CC that hybridises to the segment (B) and fifteen iterations of 
a 

CC segment (C) , wherein segment C hybridises to three labeled 
CC oligonucleotides . 

CC HBV amplifier probes are given in Q45786-824. 
CC HBV capture probes are given in Q45825-833. 

CC Each amplifier probe contained, in addition to the sequences 
CC complementary to the HBV sequences, the 5' extension given in 
CC Q45834, complementary to a segment of the amplifier multimer. 
CC Each capture probe contained, in addition to the sequences 
CC complementary to the HBV sequences, a downstream sequence 
given 

CC in Q45835, complementary to the DNA bound to the solid phase. 
SQ Sequence 30 BP; 9 A; 10 C; 3 G; 5 T; 



Query Match 100.0%; 
Best Local Similarity 90.0%; 
Matches 18; Conservative 
Gaps 0; 

Db 2 cytayagaccaccaaatgcc 21 

I : I I : I I I I I I I I I I I I I I I 
Cp 20 CTTATAGACCACCAAATGCC 1 



Score 20; DB 7; Length 30; 
Pred. No. 9.99e-03; 
2; Mismatches 0; Indels 0; 



RESULT 2 

ID Q06726 standard; DNA; 51 BP. 

AC Q06726; 

DT Ol-MAR-1991 (first entry) 

DE :HBV.LLA2C.87 amplification probe (3'-5'). 

KW Probe; amplification; sandwich hybridisation; hepatitis B 
virus; 

KW HBV; ss. 

OS Synthetic. 

FH Key Location/Qualifiers 

FT misc_f eature 32 . . 51 

FT /*tag= a 

FT /label=LLA2C 20mer 

PN WO9013667-A. 

PD 15-NOV-1990. 



PF 16-JAN-1990; U02049. 
PR 18-APR-1989; US-340031. 
PA (CHIR-) CHIRON CORP, 

PI Urdea MS, Warner B, Running JA, Kolberg JA, Clyne JM; 
PI Sachez-Pescador R, Horn T; 
DR WPI; 90-361500/48. 

PT Amplified nucleic-acid sandwich hybridisation assay - for 
PT hepatitis B virus, using amplifier and capture probes. 
PS Claim 2; Fig 9; 73pp; English. 

CC The probe is one of a series designed from a computer 
comparison of 

CC the nine HBV subtypes reported in Gene Bank. All the probes 
have 

CC an extension at the 5' end. For probes used for amplification 
this 

CC comprises the 20mer LLA2C. (For the capture set the extension 
is 

CC XTl) . The probes (subtype non-specific, SN) are of varying 
length 

CC and contain up to 32-fold degeneracy. They give improved 
results 

CC compared with those achieved in the HBV assa of EP-317077 
(which 

CC used adw specific probes), producing fewer false negatives. 
The 

CC probes are used in a soln. sandwich DNA hybridisation assay to 
CC detect HBV DNA in an analyte. 
CC See also Q06692-Q06740 . 

SQ Sequence 51 BP; 10 A; 8 C; 16 G; 14 T; 

Query Match 100.0%; Score 20; DB 2; Length 51; 

Best Local Similarity 90.0%; Pred. No. 9.99e-03; 
Matches 18; Conservative 2; Mismatches 0; Indels 0; 
Gaps 0; 

Db 11 ggcatttggtggtctrtarg 30 

I I I I I I I I I I I I I I I : I I : I 
Qy 1 GGCATTTGGTGGTCTATAAG 20 



RESULT 3 

ID N60295 standard; DNA; 549 BP. 

AC N60295; 

DT Ol-AUG-1991 (first entry) 

DE DNA encoding hepatitis B virus polypeptide. 

KW Hepatitis B virus; ss DNA; vaccine; diagnosis; 

OS Hepatitis B virus. 

PN EP-182442-A. 

PD 28-MAY-1986. 

PF 21-DEC-1979; 201908. 

PR 22-DEC-1978; GB-049907. 

PR 27-DEC-1978; GB-050039. 

PR Ol-NOV-1979; GB-037910. 

PR Ol-JAN-1985; EP-201908. 



PA (BIOJ ) BIOGEN NV. 
PA (BIOG-) BIOGEN INC. 
PI Murray K, Schaller HE; 
DR WPI; 86-138858/22. 
DR P-PSDB; P61103. 

PT New recombinant DNA molecules - useful in cloning and 
expressing 

PT DNA sequence coding for hepatitis B virus antigenic 

poly ipeptide 

PT for use in vaccines 

PS Claim 4; page 37-8; 42pp; English. 

CC The DNA sequence encodes a polypeptide with hepatitis B virus 
(HBV) 

CC antigenicity. The polypeptide is an HBV surface or core 
antigen. The 

CC HBV antigens and genes can be obtd. in substantial amts. and 
in 

CC uncontaminated form, and may be used to produce vaccines. The 
CC polypeptide may be used to diagnose HBV infection. The 
polypeptide 

CC may be expressed using a vector. HBV has a narrow host range 
and 

CC cannot be grown in tissue culture systems, so it has not 
previously 

CC been available in quantity. 

SQ Sequence 549 BP; 132 A; 134 C; 122 G; 161 T; 

Query Match 100.0%; Score 20; DB 2; Length 549; 

Best Local Similarity 100.0%; Pred. No. 9.99e-03; 
Matches 20; Conservative 0; Mismatches 0; Indels 0; 
Gaps 0; 

Db 392 cttatagaccaccaaatgcc 411 ^ 

I I I I I I I I I I I I I M I I I I I . 
Cp 20 CTTATAGACCACCAAATGCC 1 ^ -^^^ ^ 



Title: 

Description: 
Perfect Score: 
N.A. Sequence: 
Comp: 



>US-08-467-397-l 

(1-20) from US08467397 . seq 

20 

1 GGTGCGCAGACCAATTTATG 20 
CCACGCGTCTGGTTAAATAC 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
Pred. No. 



c 1 20 100.0 250 67 HPBDNASEQB Hepatitis B virus DNA 

2.99e-04 

c 2 20 100.0 250 67 HPBDNASEQA Hepatitis B virus DNA 

2.99e-04 

c 3 20 100.0 404 86 HBU33191 Hepatitis B Virus clo 



2.99e-04 



c 


4 


20 


100. 


0 


457 


68 


S41176 


X=transactivator 


[hep 


2. 


99e-04 






















c 


5 


20 


100. 


0 


465 


68 


S41175 


X=tr ansae tivator 


[hep 


2. 


99e-04 






















c 


6 


20 


100 . 


0 


712 


64 


HBVXPCC35 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


7 


20 


100. 


0 


712 


64 


HBVXPCC30 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


8 


20 


100 . 


0 


712 


64 


HBVXPCC3 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


9 


20 


100 . 


0 


712 


64 


HBVXPCC34 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


10 


20 


100 . 


0 


712 


64 


HBVXPCC33 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


11 


20 


100 . 


0 


712 


64 


HBVXPCC40 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


12 


20 


100. 


0 


712 


64 


HBVXPCC41 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


13 


20 


100. 


0 


712 


64 


HBVXPCC42 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


14 


20 


100. 


0 


712 


64 


HBVXPCC38 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


15 


20 


100 . 


0 


712 


64 


HBVXPCC21 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


16 


20 


100 . 


0 


712 


64 


HBVXPCC43 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


17 


20 


100 . 


0 


712 


64 


HBVXPCC19 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


18 


20 


100 . 


0 


712 


64 


HBVXPCC44 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


19 


20 


100 . 


0 


712 


64 


HBVXPCC45 


Hepatitis 


B 


virus 


X, 


2. 


99e-C4 






















c 


20 


20 


100 . 


0 


712 


64 


HBVXPCC47 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


21 


20 


100 . 


0 


712 


64 


HBVXPCC4 9 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


22 


20 


100. 


0 


712 


64 


HBVXPCC5 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


23 


20 


100 . 


0 


712 


64 


HBVXPCC37 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


24 


20 


100 . 


0 


712 


64 


HBVXPCC4 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


25 


20 


100 . 


0 


712 


64 


HBVXPCC39 


Hepatitis 


B 


virus 


X, 


2 . 


99e-04 






















c 


26 


20 


100 . 


0 


712 


64 


HBVXPCC17 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


27 


20 


100 . 


0 


712 


64 


HBVXPCClo 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


28 


20 


100. 


0 


712 


64 


HBVXPCC16 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


29 


20 


100. 


0 


712 


64 


HBVXPCC18 


Hepatitis 


B 


virus 


X, 


2. 


99e-04 






















c 


30 


20 


100. 


0 


712 


64 


HBVXPCC20 


Hepatitis 


B 


virus 


X, 



2 . 


99e-04 




















c 


31 


20 


100. 


0 


712 


64 


HBVXPCCl 


Hepatitis 


B virus 


X, 


2. 


99e-04 






















32 


20 


100 . 


0 


712 


64 


HBVXPCCIO 


Hepatitis 


B virus 


X, 


2 . 


99e-04 




















c 


33 


20 


100. 


0 


712 


64 


HBVXPCCl 2 


Hepatitis 


B virus 


X, 


2. 


99e-04 




















c 


34 


20 


100 . 


0 


715 


64 


HBVXPCCl 3 


Hepatitis 


B virus 


X, 


2 . 


99e-04 




















c 


35 


20 


100. 


0 


3161 


64 


HBVAYWMCG 


Hepatitis 


B virus 


(ay 


2 . 


99e-04 




















c 


36 


20 


100 . 


0 


3182 


67 


HPBHBVAA 


Hepatitis 


B virus 


var 


2 . 


99e-04 


















c 


37 


20 


100 . 


0 


3182 


67 


. HPBAYW 


Human hepatitis B 


vir 


2 . 


99e-04 




















c 


38 


20 


100. 


0 


3182 


64 


HBVGENl 


Human hepatitis B 


vir 


2 . 


99e-04 




















c 


39 


20 


100. 


0 


3185 


67 


HPBMUT 


Hepatitis 


B virus 


mut 


2 • 


99e-04 


















c 


40 


20 


100 . 


0 


3212 


64 


HHVBE4 


Human hepatitis virus 


2 • 


99e-04 




















c 


41 


20 


100 . 


0 


3215 


64 


HHVBFFOU 


Human hepatitis virus 


2 . 


99e-04 




















c 


42 


20 


100 . 


0 


3221 


67 


HVHEPB 


Hepatitis 


B virus 


(HB 


2 . 


99e-04 


















c 


43 


20 


100. 


0 


3221 


67 


HPBADWZCG 


Hepatitis 


B virus 


(su 


2. 


99e-04 


















c 


44 


20 


100. 


0 


3221 


64 


HBVXCPS 


Hepatitis 


B Virus 


X. 


2. 


99e-04 


















c 


45 


20 


100. 


0 


3995 


67 


HSHBV 


H. sapiens 


genomic 


DNA 


2. 


99e-04 

















ALIGNMENTS 

RESULT 1 

LOCUS HPBDNASEQB 250 bp DNA VRL 

19-JUL-1994 

DEFINITION Hepatitis B virus DNA sequence, stem loop. 

ACCESSION L28718 

KEYWORDS 

SOURCE Hepatitis B virus ( individual_isolate Patient 14) DNA. 

ORGANISM Hepatitis B virus 

Viridae; ds-DNA enveloped viruses; Hepadnaviridae./ 



REFERENCE 
AUTHORS 
TITLE 

is highly 



1 (bases 1 to 250) nU-"^^ 
Laskus,T., Rakela,J. and Persing,D.H. ^ 
The stem-loop structure of the cis-encapsidation signal 



variants 
JOURNAL 
MEDLINE 
COMMENT 
FEATURES 



conserved in naturally occurring hepatitis B virus 



Virology 200, 809-812 (1994) 

94233747 

NCBI gi: 453531 

Location/Qualifiers 



source 1 . .250 

/organism="Hepatitis B virus" 
/isolate="Patient 14" 
/ sequenced_itio 1= " DNA" 
stem_loop 116.. 176 

BASE COUNT 51 a 55 c 58 g 86 t 

ORIGIN 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 20; Conservative 
Gaps 0; 

Db 57 cataaattggtctgcgcacc 76 

I I I I I I I I I i I I I I I I I I I I 
Cp 20 CATAAATTGGTCTGCGCACC 1 



Score 20; DB 67; Length 250; 
Pred. No. 2.99e-04; 
0; Mismatches 0; Indels 0; 




RESULT 4 

LOCUS S4117 6 457 bp DNA VRL 

09-OCT-1992 

DEFINITION X=transactivator [hepatitis B virus HBV, human. Genomic 
Mutant, 457 

nt] . 

ACCESSION S41176 
KEYWORDS 

SOURCE hepatitis B virus HBV human. 

ORGANISM Unknown. 

Unclassified. 
REFERENCE 1 (bases 1 to 457) 

AUTHORS Repp,R., Keller, C, Borkhardt, A. , Csecke,A., 

Schaefer, S . , 

Gerlich,W.H. and Lampert,F. 
TITLE Detection of a hepatitis B virus variant with a 

truncated X gene 

and enhancer II / ^sJ 

JOURNAL Arch. Virol. 125 (1-4), 299-304 (1992) 
MEDLINE 92352333 

REMARK GenBank staff at the National Library of MediGine 

created this 

entry [NCBI gibbsq 109914] from the original journal 

article. 

This sequence comes from Fig. 1. ..^ " ^ i r*^>M 

COMMENT NCBI gi : 252541 J - i+ , 1 

FEATURES Location/Qualifiers ^ s o^"'^° 

source 1..457 i , c^oK , , <, . 

/organism="hepatitis B virus HBV" -r^ r^ro^ 
CDS 1..4 05 V 

/note="transactivator; This sequence comes 

from Fig. 1. 

NCBI gi: 252542" oOAp^'^ 
/codon_start=l Q^v 
/product="X" 

/translation="MAARLCCQLDPARDVLCLRPVGAESRGRPFSGSLGALSSPSPST 

VSTDHGAHLSLRGLPVCAFSSAGPCALRFTSARRMETTVNAHQFLPKVLHKRTLGLSA 

MSTTDLEAYFKDCLFKDWEELGEEIRLNIRRL" 
BASE COUNT 84 a 140 C 117 g 116 t 

ORIGIN 

Query Match 100.0%; Score 20; DB 68; Length 457; 

Best Local Similarity 100.0%; Pred. No. 2.99e-04; 
Matches 20; Conservative 0; Mismatches 0; Indels 0; 
Gaps 0 ; 

Db 407 cataaattggtctgcgcacc 426 +Aa>-o\c-^ 

I I I I I MT I I I I I I I I I I I I ^ 
Cp 20 CATAAATTGGTCTGCGCACC 1 ^'r^'^ 




SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
Pred. No. 





1 


20 


100. 


0 


74 


8 


Q47282 


HBV 0RF6 sequence iso 


2. 


24e-03 
















c 


2 


20 


100. 


0 


750 


1 


N80943 


HBV core gene of plas 


2. 


24e-03 
















c 


3 


20 


100. 


0 


2342 


1 


N93072 


Sequence encoding SI, 


2. 


24e-03 
















c 


4 


20 


100 . 


0 


3183 


4 


N30035 


DNA contg. surface an 


2. 


24e-03 
















c 


5 


20 


100 . 


0 


3200 


2 


N70165 


Entire nucleotide seq 


2. 


24e-03 
















c 


6 


20 


100. 


0 


3200 


3 


N40243 


DNA encoding pre HBsA 


2. 


24e-03 
















c 


7 


20 


100. 


0 


5618 


15 


Q88310 


Plasitiid pRc/CMV-HBS c 


2 . 


24e-03 
















c 


8 


16 


80 . 


0 


50 


12 


Q69846 


Hepatitis B virus sub 


6. 


99e-01 
















c 


9 


16 


80. 


0 


3214 


1 


Q05377 


Fragment of plasmid p 


6. 


99e-01 
















c 


10 


16 


80. 


0 


3214 


2 


N60714 


Sequence encoding adr 


6. 


99e-01 
















c 


11 


16 


80. 


0 


3835 


1 


Q05378 


Sequence of hepatitis 


6. 


99e-01 


















12 


14 


70. 


0 


91 


9 


Q51746 


Oligonucleotide probe 


1. 


03e+01 
















c 


13 


14 


70. 


0 


91 


9 


Q51746 


Oligonucleotide probe 


1. 


03e+01 
















c 


14 


14 


70. 


0 


204 


1 


N81164 


Base substituted E.co 


1. 


03e+01 
















c 


15 


14 


70. 


0 


1615 


12 


Q70667 


ScFv-DNasel fusion DN 


1. 


03e+01 
















c 


16 


14 


70. 


0 


1624 


12 


Q70666 


ScFv-DNasel fusion DN 


1. 


03e+01 
















c 


17 


14 


70. 


0 


1648 


12 


Q70665 


ScFv-DNasel fusion DN 


1. 


03e+01 
















c 


18 


13 


65. 


0 


343 


8 


Q59071 


Human brain Expressed 


3. 


74e+01 
















c 


19 


13 


65. 


0 


343 


6 


Q39659 


Expressed Sequence Ta 



3.74e+01 





20 


13 


65. 


0 


1640 


4 


Q25620 


Enantioselective amid 


3. 


74e+01 


















21 


13 


65. 


0 


1816 


2 


Q11992 


Enantioselective amid 


3. 


74e+01 


















22 


13 


65. 


0 


2944 


1 


N80253 


Insert of lambda 3 en 


3. 


74e+01 
















c 


23 


13 


65. 


0 


3250 


10 


Q55326 


Mycobacterium BCG imm 


3. 


74e+01 


















24 


13 


65. 


0 


11785 


12 


Q74694 


Genomic RNA sequence 


3. 


74e+01 
















c 


25 


12 


60. 


0 


53 


13 


Q78349 


Fv hapten-binding ant 


1. 


30e+02 


















26 


12 


60. 


0 


105 


3 


Q21256 


PND EE308-2 . 


1. 


30e+02 
















c 


27 


12 


60. 


0 


239 


2 


N81396 


Sequence encoding vir 


1. 


30e+02 


















28 


12 


60. 


0 


312 


2 


N70764 


Partial sequence of t 


1. 


30e+02 
















c 


29 


12 


60. 


0 


581 


9 


Q52496 


Helminth aminopeptida 


1. 


30e+02 
















c 


30 


12 


60. 


0 


851 


4 


N30060 


Sequence of the PGK ( 


1. 


30e+02 
















c 


31 


12 


60. 


0 


1017 


13 


Q73708 


Brevibacterium flavum 


1. 


30e+02 
















c 


32 


12 


60. 


0 


1309 


1 


Q04914 


pING323CVS sequence c 


1. 


30e+02 


















33 


12 


60. 


0 


1419 


2 


N70819 


Sequence encoding chi 


1. 


30e+02 
















c 


34 


12 


60. 


0 


1431 


2 


N70264 


Sequence encoding alp 


1. 


30e+02 
















c 


35 


12 


60. 


0 


1619 


12 


Q71364 


Expression cassette c 


1. 


30e+02 
















c 


36 


12 


60. 


0 


1754 


12 


Q71365 


Expression cassette c 


1. 


30e+02 
















c 


37 


12 


60. 


0 


2634 


15 


Q87841 


Human neuronal calciu 


1. 


30e+02 
















c 


38 


12 


60. 


0 


2712 


15 


Q87836 


Human neuronal calciu 


1. 


30e+02 
















c 


39 


12 


60. 


0 


2941 


9 


Q52490 


Helminth aminopeptida 


1. 


30e+02 
















c 


40 


12 


60. 


0 


2970 


15 


Q87835 


Human neuronal calciu 


1. 


30e+02 


















41 


12 


60. 


0 


2992 


11 


Q65572 


Human liver hap cDNA. 


1. 


30e+02 
















c 


42 


12 


60. 


0 


3423 


15 


Q87798 


XAP-1 DNA, part of th 


1 . 


30e+02 


















43 


12 


60. 


0 


5255 


3 


Q25448 


Marek Disease Virus g 


1. 


30e+02 
















c 


44 


12 


60. 


0 


7859 


7 


Q44265 


pSW6 for expression o 


1. 


30e+02 
















c 


45 


12 


60. 


0 


9215 


2 


Q10203 


Sequence of simian im 



1.30e+02 



RESULT 1 

ID Q47282 standard; DNA; 74 BP. 
AC Q47282; 

DT 31-JAN-1994 (first entry) 

DE HBV 0RF6 sequence isolation primer #1. 

KW 0RF6; coding region; hepatitis B; virus; HBV; plasmid; pCRII; 
KW PGR; isolation; HCV; NANBH; non-A, non-B hepatitis; primers; 
mutation; 

KW cytotoxic T-lymphocyte; CTL; pCRIIHB0RF6; hepatitis C; 

infection; 

KW hepatocellular carcinomas; class-I; ss. 

OS Synthetic. 

PN WO9315207-A. 

PD 05-AUG-1993. 

PF 04-FEB-1993; U01009. 

PR 04-FEB-1992; US-830417. 

PA (VIAG-) VIAGENE INC. 

PI Chang SMW, Jolly DJ, Lee WT, O'Dea J, Townsend K; 
DR WPI; 93-258682/32. 

PT Treatment of hepatitis B and C, and associated carcinoma (s) - 
PT using a vector construct directing the expression of part of 
PT hepatitis B or C antigen 
PS Example 2K; Page 38; llOpp; English. 

CC The sequences given in Q47282-83 are primers which were used 
in the 

CC isolation of the 0RF6 coding region of hepatitis B virus 
(HBV) . 

CC The DNA which was used as a template in the PGR reaction, was 
the 

CC plasmid pAM6. The first primer corresponds to nucleotides 
1844-1788 

CC of the adw strain of HBV. The second primer corresponds to 
the anti- 

CG sense nucleotide sequence 1188-1240. A 687 bp amplification 
product 

GG was produced. This oligomer was ligated into the pCRII vector 
and 

CC designated pGRIIHB-0RF6 . The isolated HBV 0RF6 region may be 
CC used in a method to induce potent class-I' restricted 

protective and 

CC therapeutic cytotoxic T-lymphocyte (CTL) response, and a 
humoral 

CC response for the treatment of hepatitis B and G infections, as 
well 

CC as hepatocellular carcinomas. 

SQ Sequence 74 BP; 19 A; 16 C; 23 G; 16 T; 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 20; Conservative 
Gaps 0; 



Score 20; DB 8; Length 74; 
Pred. No. 2.24e-03; 
0; Mismatches 0; Indels 0; 



53 ggtgcgcagaccaatttatg 72 
I I I I I I I I I I I I I I I i i I I I 
1 GGTGCGCAGACCAATTTATG 20 



RESULT 2 

ID N80943 standard; DNA; 750 BP. 
AC N80943; 

DT 19-NOV-1990 (first entry) 

DE HBV core gene of plasmid pHBV-8. 

KW Hepatitis B core antigen; virus; vaccine; immunoassay; ss. 
OS Hepatitis B virus. 

FH Key Location/Qualifiers 

FT CDS 31.. 675 

FT /*tag= a 

FT /product=HBcAg 

PN EP-272483-A. 

PD 29-JUN-1988. 

PF 25-NOV-1987; 117370. 

PR 19-DEC-1986; US-944645. 

PA (ABBO) Abbott Laboratories. 

PI Andersen PR, Muushahwar IK, Mimms LT, Staller JM; 
DR WPI; 88-176639/26. 
DR P-PSDB; P80961. 

PT Polynucleotide encoding HBeAg and HBcAg immunoreactive 

polypeptide 

PT - useful in immunoassays, for raising antibodies and as 
vaccine 

PT prods . ^ 
PS Disclosure; p; English. 

CC The cloned HBV DNA can be used to engineer plasmids for 
HBcAg 

CC synthesis in bacteria. The DNA may be fused to a gene for 
beta 

CC galactosidase . The recombinant protein can be used for 
immune - 

CC assays, to raise antibodies, and in vaccines. 
CC See also N82265 and 66. 

SQ Sequence 750 BP; 176 A; 192 C; 160 G; 222 T; 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 20; Conservative 
Gaps 0; 

Db 5 cataaattggtctgcgcacc 24 

I I I I I I I I I I I I I I I I I I I I 
Cp 20 CATAAATTGGTCTGCGCACC 1 



Score 20; DB 1; Length 750; 
Pred. No. 2.24e-03; 
0; Mismatches 0; Indels 0; 




RESULT 3 

ID N93072 standard; DNA; 2342 BP. 
AC N93072; 

DT 02-JUL-1990 (first entry) 



DE Sequence encoding Si, S2 and S-genes of hepatitis B. 

KW Hepatitis B; vaccine; pre-S component; ds. 

OS Hepatitis B virus. 

FH Key ' Location/Qualifiers 

FT CDS 12.. 382 

FT /*tag= a 

FT /label=Sl encoding sequence. 

FT CDS 383.. 500 

FT /*tag- b 

FT /label=S2 encoding sequence. 

FT CDS 501.. 2342 

FT /*tag= c 

FT /label=S encoding sequence. 

PN WO8810301-A. 

PD 29-DEC-1988. 

PF 22-JUN-1988; 00551. 

PR 22-JUN-1987; EP-108914. 

PR 22-JUN-1987; EP-108915. 

PA (MCCO-) McCormick & Jones. 

PI Thoma HA. ; 

DR WPI; 89-023845/03. 

PT New recombinant DNA encoding hepatitis B pre-S epitope (s) - 

PT and a peptide forming particles when secreted, useful in 

PT vaccines providing long lasting protection. 

PS Disclosure; pp; English. 

CC A portion of the pre-Sl, pre-S2 or S-gene is used as an 
epitope, being 

CC attached to a lOnm or larger subunit (eg. HBV core antigen) 
providing a 

CC longer lasting and more succesful vaccine to the disease. 

SQ Sequence 2342 BP; 493 A; 661 C; 524 G; 664 T; 

Query Match 100.0%; Score 20; DB 1; Length 2342; 

Best Local Similarity 100.0%; Pred. No. 2.24e-03; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; 
Gaps 0; 



Db 2135 cataaattggtctgcgcacc 2154 x\ ^ x 

I I I I I I I I I I I I M I I I I I I 

Cp 20 CATAAATTGGTCTGCGCACC 1 K ^ 




RESULT 8 

LOCUS HUMUT1286 427 bp DNA STS 

27-MAY-1993 

DEFINITION Human chromosome 3 STS UT1286. 
ACCESSION L16381 

KEYWORDS PCR primer; STS sequence; microsatellite marker; 

microsatellite repeat; repeat polymorphism; sequence 

tagged site; 

tetranucleotide repeat. 
SOURCE Homo sapiens DNA. 

ORGANISM Homo sapiens 

Eukaryota; Animalia; Chordata; Vertebrata; Mammalia; 

Theria; 

Eutheria; Primates; Haplorhini; Catarrhini; Hominidae. 
REFERENCE 1 (bases 1 to 427) 

AUTHORS Gerken,S.C., Matsunami, N. , Lawrence, E., Carlson, M., 



Moore, M. , 
Eisner, T. , 



Ballard, L., Melis,R., Robertson, M. , Bradley,?., 
Tingey,A. , Rodriguez, P. , Albertsen,H. , Lalouel, J.-M. 

and White, R. 

TITLE Genetic and physical mapping of simple sequence repeat 
containing 

sequence tagged sites from the human genome 
JOURNAL Unpublished (1993) See COMMENT for author address 
COMMENT Submitted by: Utah Center for Human Genome Research 

University of 

Utah, Dept. of Human Genetics 

2160 Eccles Institute of Human Genetics 

Salt Lake City, UT 84112 

e-mail : sts@corona.med.utah . edu 



Primer A: GACCAATTTGCAGGATACCG 
Primer B: AGGTGGAAATCTCACAGGTG 
32P-label: B Primer 
PGR Profile: 

Initial Denaturation: 94C 300sec 
PGR Cycles: 5 
Denaturation: 940 lOsec 
Annealing: 60C lOsec 
Extension: 72C 20sec 
Mg++ : ImM 

Gel: Acrylamide 7%, Formamide 32%, Urea 34% 
Alleles: 5. 



NCBI gi: 307623 
FEATURES Location/Qualifiers 

source ' 1 . . 427 > 

/organism="Homo sapiens" 
/sequenced_mol=" DNA" 
STS 68.. 402 

/standard_name="STS UT1286" 
/map="3" 
primer_bind 68.. 87 

primer_bind complement (383. . 402) 
BASE COUNT 156 a 43 c 91 g 132 t 5 others 

ORIGIN 



Query Match 70.0%; 
Best Local Similarity 93.8%; 
Matches 15; Conservative 
Gaps 0; 

Db 61 gtgggcagaccaattt 76 

III II II II II I I II 
Qy 2 GTGCGCAGACCAATTT 17 



Score 14; DB 94; Length 427; 
Pred. No. 7.61e-03; 
0; Mismatches 1; Indels 



0 



RESULT 6 

LOCUS R34410 358 bp mRNA EST 

02-MAY-1995 

DEFINITION yg57cl03.rl Homo sapiens cDNA clone 37094 5'. 
ACCESSION R34410 
KEYWORDS EST. 

SOURCE human clone=37094 library=Soares infant brain INIB 

vector=Lafmid BA 

host=DHlOB (ampicillin resistant) primer=Ml3RPl 

Rsitel=Not I 

Rsite2=Hinci III Whole brain from a 73 days post natal 

female. 1st 

strand cDNA was primed with a Not I - oligo(dT) primer 

[5' 

AACTGGAAGAATTCGCGGCCGCAGGAATTTTTTTTTTTTTTTTTT 3 ' ] ; 
double- stranded 

cDNA was ligated to Hind III adaptors (Pharmacia), 
digested with 

Not I and directionally cloned into the Not I and Hind 

III sites of 

the Lafmid BA vector. Library went through one round of 
normalization. Library constructed by Bento Scares and 



M. Fatima 

Bonaldo . 
ORGANISM Homo sapiens 

Eucaryotae; Metazoa; Chordata; Vertebrata; 
Gna t ho s t oma t a ; Mamma 1 i a ; 

Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 358) 

AUTHORS Hillier,L., Clark, N., Dubuque, T., Elliston,K., 

Hawkins, M. , 

Holman,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., 

Marra,M. , 

Parsons, J., Rifkin,L., Rohlfing,T., Soares,M., Tan,F., 
Trevaskis, E . , Waterston, R. , Williamson, A. , Wohldmann,P. 

and 

Wilson, R. 

TITLE The WashU-Merck EST Project 

JOURNAL Unpublished (1995) 
COMMENT 

GDB: GOO-409-595 
Contact: Wilson RK 
WashU-Merck EST Project 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email : est@watson. wustl . edu 

High quality sequence stops: 303 

Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; 

contact the 

IMAGE Consortium (info@image.llnl.gov) for further 

information . 

NCBI gi: 791311 
FEATURES Location/Qualifiers 
source 1 . . 358 

/organism="Homo sapiens" 

/clone="37094" 

/note="human" 

BASE COUNT 89 a 94 c 85 g 89 t 1 others 

ORIGIN 



Query Match 70.0%; 
Best Local Similarity 85.0%; 
Matches 17; Conservative 
Gaps 0; 

Db 39 caaaaattggcctgggcacc 58 

II I I I I II I III I II I I 
Cp 20 CATAAATTGGTCTGCGCACC 1 



Score 14; DB 43; Length 358; 
Pred. No. 7.61e-03; 
0; Mismatches 3; Indels 0; 



RESULT 7 

LOCUS R80606 411 bp mRNA EST 



09-JUN-1995 

DEFINITION yi96cl2.rl Homo sapiens cDNA clone 147094 5' similar to 
contains 

THR repetitive element ; . 
ACCESSION R80606 
KEYWORDS EST. 

SOURCE human clone=147094 library=Soares placenta Nb2HP 

vector=pT7T3D 

(Pharmacia) with a modified polylinker host=DHlOB 

(ampicillin 

resistant) primer=Ml3RPl Rsitel=Not I Rsite2=Eco RI 
Female placenta 

obtained at birth (full term) . 1st strand cDNA was 
primed with a 

Not I - oligo(dT) primer [5' 

AACTGGAAGAATTCGCGGCCGCAGGAATTTTTTTTTTTTTTTTTTT 3 ' ] / 
double- stranded 

cDNA was ligated to Eco RI adaptors (Pharmacia), 
digested with Not 

I and cloned into the Not I and Eco RI sites of the 
modified pT7T3 

vector. Library went through one round of 
normalization . Library 

constructed by Bento Scares and M.Fatima Bonaldo. 
ORGANISM Homo sapiens 

Eukaryotae; Metazoa; Eumetazoa; Bilateria; Coelomata; 

Deuterostomia; Chordata; Vertebrata; Gnathostomata; 
Osteichthyes; 

Sarcopterygii; Choanata; Tetrapoda; Amniota; Mammalia; 



Theria; 

Homo . 
REFERENCE 
AUTHORS 
Hawkins, M. 

Marra,M, , 



and 

TITLE 
JOURNAL 
COMMENT 



Eutheria; Archonta; Primates; Catarrhini; Hominidae; 

1 (bases 1 to 411) 

Hillier,L., Clark, N., Dubuque, T., Elliston,K., 

Holman,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., 

Parsons, J., Rifkin,L., Rohlfing,T., Scares, M., Tan,F., 
Trevaskis, E. , Waterston, R. , Williamson, A. , Wohldmann,P. 

Wilson, R. 

The WashU-Merck EST Project 
Unpublished (1995) 

Contact: Wilson RK 
WashU-Merck EST Project 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email : est@watson . wustl . edu 

High quality sequence stops: 300 

Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; 



contact the 

IMAGE Consortium (info@image . llnl • gov) for further 

information. 

NCBI gi: 856887 
FEATURES Location/Qualifiers 
source 1 . -411 

/organism="Homo sapiens" 

/clone="147094" 

/note="human" 

BASE COUNT 143 a 55 c 74 g 137 t 2 others 

ORIGIN 

Query Match 70.0%; Score 14; DB 56; Length 411; 

Best Local Similarity 88.9%; Pred. No. 7.61e-03; 
Matches 16; Conservative 0; Mismatches 2; Indels 0; 
Gaps 0; 

Db 68 tgcacagatcaatttatg 85 

III I I I I II I I I II M 
Qy 3 TGCGCAGACCAATTTATG 20 



RESULT 1 

LOCUS T67616 356 bp itiRNA EST 

22-FEB-1995 

DEFINITION yc26g02.rl Homo sapiens cDNA clone 81842 5' similar to 
contains LI 

repetitive element ; . 
ACCESSION T67 616 



KEYWORDS 
SOURCE 

resistant) 



EST. 

human clone=81842 library=Stratag.ene liver (#937224) 
vector=pBluescript SK host=SOLR cells (kanamycin 



Rsitel=EcoRI 



Rsite2=XhoI 



Cloned 



primer=Ml3RPl 
unidirectionally . 

Primer: Oligo dT. Hepatectomy from normal 49 year old 

male 

Caucasian, Average insert size: 1.1 kb; Uni-ZAP XR 

Vector; 5' 

adaptor sequence: 5 ' -GAATTCGGCACGAG-3 ' ; 3' adaptor 

sequence : 

5'-CTCGAGTTTTTTTTTTTTTTTTTT-3' . 
ORGANISM Homo sapiens 

Eucaryotae; Metazoa; Chordata; Vertebrata; 
Gnathostomata; Mammalia; 

Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 356) 

AUTHORS Hillier,L., Clark, N., Dubuque,!., Elliston,K., 

Hawkins, M., 

Holman,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., 

Marra,M. , 

Parsons, J., Rifkin,L., Rohlfing,T., Tan,F., 
Trevaskis, E . , 

Waterston, R. , Williamson, A. , Wohldmann,P. and Wilson, R. 
WashU-Merck EST Project 
Unpublished (1995) 



TITLE 
JOURNAL 
COMMENT 



contact the 



information, 



Contact: Wilson RK 
WashU-Merck EST Project 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email : est@watson. wustl . edu 

High qality sequence stops: 271 

Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; 
IMAGE Consortium (info@image.llnl.gov) for further 



FEATURES 

source 



BASE COUNT 
ORIGIN 



NCBI gi: 678764 

Location/Qualifiers 
1. .356 

/organism="Homo sapiens" 
/clone="81842" 
/ no te=" human" 
77 a 74 c 60 g 142 t 3 others 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 12; Conservative 



Score 12; DB 80; Length 356; 
Pred. No. 4.61e-03; 
0; Mismatches 0; Indels 0; 



# 



Gaps 0 ; 
Db 165 

Cp 12 TCGACCCTTATA 



Db 165 tcgacccttata 176 

I I I I M I I I I I I Cv--^ 
1 



Title: 

Description: 
Perfect Score: 
N.A. Sequence: 
Comp : 



>US-08-467-397-18 

(1-12) from US08467397.se 

12 

1 TATAAGGGTCGA 12 
ATATTCCCAGCT 



RESULT 1 

ID Q384 41 standard; DNA; 21 BP. 
Q38441; 

08-JUL-1993 (first entry) 

Antisense oligomer hybridising to HBV poly A site. 
Hepatitis B virus; polyadenylation; targetting; cell-specific; 
complex; oncogenes; pathogen; parasite; ss. 
Synthetic . 



AC 
DT 
DE 
KW 
KW 
OS 
PN 
PD 
PF 
PR 
PR 
PR 
PA 
PI 
DR 
PT 
PT 
PT 



WO9304701-A 
18-MAR-1993 

04- SEP-1992 

05- SEP-1991 
04-NOV-1991 



U07339. 
US-755083. 
US-788119. 
03-APR-1992; US-864003. 
(UYCO-) UNIV CONNECTICUT. 
Wu GY; 

WPI; 93-100661/12. 

Soluble mol . complex for targetting delivery of poly- or 
oligo-nucleotide (s ) to cells - includes carrier comprising 

cell-specific binding agent and poly- or 
oligo-nucleotide-binding 
PT agent 

PS Claim 38; Page 12; 44pp; English. 

CC The sequence corresponds to nucleotides 1903-1923 of the 
Hepatitis B 

CC viral genome (the polyadenylation site) . The oligonucleotide 
was used 

CC to specifically hybridise with HBV in a targettable, soluble 
DNA soln. , 

CC to form a stable complex in soln. 
CC See also Q38442. 

SQ Sequence 21 BP; 5 A; 3 C; 5 G; 8 T; 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 12; Conservative 
Gaps 0 ; 



Score 12; DB 6; Length 21; 
Pred. No. 9.40e+00; 
0; Mismatches 0; Indels 



0; 



Db 

Qy 



3 tataagggtcga 14 

I I I LI I I I I I I I 
1 TATAAGGGTCGA 12 
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